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BREMOER
HEEK Taxonomy *%[,2’)& (mm+SD)
St10 St13
Ba01  (Not performed) — 22+40 27+2A1

Ba02 Bacillus subtilis subsp. strain HZMJW 1-10  99.87 25%*1.7 31%0.9

Ba06 Bacillus safensis strain KMF402 99.87 9+24 Fa=il/
Ba07 Bacillus safensis strain KMF402 100 1000609
Ba08 Bacillus safensis strain KMF402 100 7+24 622

Bal11 Bacillus aryabhattai strain ZJJH-2 100 = 5+0.5
Ba17 Bacillus subtilis subsp. strain HZMJW 1-10  99.87 — —

Ba18 Bacillus pumilus strain DF39 99.87 1009 15%1.2
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